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HN	 171	 162	 94.7%	
15NH	 173	 162	 93.6%	
13Cα	 173	 165	 95.4%	
RalA·GDP	 HN	 171	 169	 98.8%	
15NH	 173	 169	 97.7%	
	
Table	1.	Extent	of	assignments	of	RalA	in	the	active	(GMPPNP)	and	inactive	(GDP)	
forms.	
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